PROFILING OF PLASMA-DERIVED
RCH OF BIOMARKERS FOR EARLY-

aster D(1), Bruno C(1), Vourc’h P(1), Corcia P(1), Andres CR(1), Duguez S(2), Duddy W(2),
iversité de Tours, INSERM, Tours, France. 2-University’s Northern Ireland Centre for Stratified Medicine, Lon

debora.lanznaster@univ-tours.fr

Funding and acknowledgement

Fonds de Dotation

ARSLA P

de Q)FOU
Association pour la Recherche sur ' de q__a uriére
la Sclérose Latérale Amyotrophique

et autres Maladies du Motoneurone

Aide a la Recherche Medicale
Promotion de l'"Artherapie

Wniversité
de TOURS

H !nserm

La science pourlasanté
From science to health

Ceitre-Valde Loire




de TOURS PROFILING OF PLASMA-DERIVED
RCH OF BIOMARKERS FOR EARLY-

er D(1), Bruno C(1), Vourc'h P(1), Corcia P(1), Andres CR(1), Duguez S(2), Duddy W(2
ité de Tours, INSERM, Tours, France. 2-University’s Northern Ireland Centre for Stratified Medicine,

debora.lanznaster@univ-tours.fr

v" brain-derived EVs found in blood
v’ carrier of pathological proteins
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Data Controls ALS p
Age 56.9 +19.2 65.9+9.9 0.0793
Sex (men) 8/20 (40%) 8/17 (47%) 0.746*
Weight (kg) 69.4 + 13.6 64.2 £ 15.8 0.299
BMI (kg/m?) 249+38 23540 0.3024
Age at onset (years) - 65.0+95
Disease duration (from onset; months) | - 111+ 6.8
Diagnosis delay (from onset; months) | - 9.3+47
Spinal onset - 64.7%
FVC at diagnosis (%) - 98.0+-7.1 B 5=
ALSFRS-r at diagnosis 34.7+72
Nanoparticle Tracking Analysis (NTA) analysis
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Proteomics analysis revealed 203 proteins significantly

different between groups (Pad<0.05). Analysis with PLGEM algorithm revealed 45

different proteins (p<0.05).
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v’ Proteomics analysis revealed alterations in proteins related to cytoskeleton turnover, inflammatory proteins
' and apolipoproteins;
v Western blot, metabolomics and lipidomics analysis are currently being performed to confirm the
differences suggested so far between Controls- and ALS-derived plasma EVs;
v" We will further validate the application of the identified molecules or profile of molecules from EVs as
putative biomarkers for ALS diagnosis.

ratio (log10 scale)




